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Part 1. Antimicrobial resistance profiles

The final analysis that covered in this tutorial is the study of multi-resistance patterns
using the analysis “Resistance profiles”. Click on “Analysis type”, and select “Resistant
profiles”. Because you are analyzing only one month of data, change the option “Month”
in the middle of the screen to “Day”.
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Then “OK” and “Begin analysis”. The following isolate listing shows the bottom portion
of the output.
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This listing is very similar to the one you did in Data analysis 1 with the analysis option
“Isolate listing and summary”. But there are two additional columns: “Profile” (using
one-letter antibiotic codes) and “Resistance profile” (using three-letter antibiotic codes).
These columns indicate the multi-resistance pattern of the isolates. The profiles indicate
the drugs to which the isolate is either resistant or intermediate (i.e. non-susceptible).
For example “PE” = “PEN ERY” = isolates non-susceptible to penicillin and
erythromycin, but susceptible to the other drugs requested.

Completely susceptible isolates appear at the top of the listing, followed by isolates non-
susceptible to one drug, then to two drugs, efc. Multi-resistant strains appear at the
bottom of the listing. This analysis thus categorizes all of the observed isolates
according to resistance phenotype. If a patient has multiple isolates, you can see
whether the isolates have the same resistance phenotype, or whether the phenotype
changes over time, for example accumulating mutations, resistance genes, and
plasmids. By examining the dates and the room numbers, you may also detect possible
outbreaks of certain strains of S. aureus as defined by their multi-resistance pattern.

Click on “Continue” to see a summary of this list.
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This output summarizes findings for all resistance phenotypes observed in the
database. In this sample database, you will see that the most common phenotype is
pan-susceptible (susceptible to all drugs requested) followed by “PEN” (non-susceptible
to penicillin). Among MRSA isolates, the most common phenotype is “PEN OXA ERY
CLI GEN SXT CIP”, in other words non-susceptible to all drugs requested with the
exception of vancomycin. The day-by-day distribution of this MRSA phenotype is shown
in the graph.



Click on “Continue” to return to the main menu.

In this analysis, WHONET did not analyze results for all of the drugs tested again S.
aureus. Instead, WHONET used the drugs indicated in the laboratory configuration. To
see and modify the drugs used for this analysis, click on “Analysis type” and “Edit
profiles”.
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This list indicates which antimicrobials will be used, by default, for each organism group.

The analysiz Resistance profiles’ uses the below antibictics to classify arganizms according to their resistance

phenotype.
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Sheptococous
Shreptococous pheumaonias
Shreptococcus vidans
Enterococcus

Gram positive urine
Gram negative

Gram negative urine

Campylobacter
Meizsenia gonorhoeas
Meizseria meningitidis

Salmonella CEP aMP GEN ST FOX CTx CAZ IPM [CxM MEZ CIP ATM]
Shigella CEP &MP GEN ST FOX CT¥ CAZ IPM [CxM MEZ CIP ATM]
Pseudomonas CHL TOE AME GEM CRB PIP CAZ IPM MEZ CIP ATM [SKT)
Norrfermenters PEM ERY TCv CHL WIT 555 TOB CLI (CEP AMP &ME Ox4 GEN
Haemophilus WP ST CTH IPM AMC CxM CIP

Anaerobes PEM ERY TCY CHL MIT 555 TOB CLI
Mycobactena PEM ERY TCY CHL MIT 555 TOB CLI
Fungi PEM ERY TCY CHL MIT 555 TOB CLI
Parasites PEM ERY TCv CHL WIT 555 TOB CLI
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For the item “Staphylococcus”, click on “Edit”.



"% Edit Antibiotic Profiles: Staphylococcus

Indicate which antibiotics to uze in the resistance profile [profile anbibiobics].

You may alzo include additional antibioticz which will appear in the resistance profile lizting [zupplementary antibiotics).

Local antibiotic list Profile antibiohics
Penicillin G_CLSI Digk_10units A Penicilin G_CLS1_Disk_10units
Erpthromycin_CLSI_Dizk_15ug ek Ouacilin_CLSI_Disk_Tug

Tetracpcline_CLSI_Disk_30ug Erpthromycin_CLSI_Dizk_15ug
Chlaramphenical_CLS1_Disk_30ug Clindarnpcing. CLS1 Disk_2ug
Mitrofurantoin_CLS1_Disk_300ug dem Gentamicin_CLSI_Dizk_10ug

Sulfornamides CLSI Disk_200-300ug Trimethoprim/S ulfamethoxazale CLSI Disk,_1.25/2
Tobramycin, CLSI_Disk_10ug Ciprofloxacin_CLSI_Disk_5ug
Clindamycin_CLS1_Disk_2ug Wancomycin_CLSI_Disk_30ug
Cephalothin_CLSI_Dizk_30ug
Ampicilin_ CLS1_Disk_10ug
Amikacin_CLSI_Disk_30ug Supplementary antibiotics

Osacilin_CLS|_Disk_1
Gentamicin LS| Disk. 10ug Nirafurantain_CLG|_Disk_300ug

Carbenicilin_CLS1_Disk_100ug
Wancomyein_ CLSI_Dizk_30ug
Trmethopim/Sulfamethosazole_CLS1_Disk_1.2

Cefaxitin. CLSI_Dizk_30ug S
Ofloxacin_CLSI_Dizk_Bug

Cefotarime_CLSI_Dizk_30ug

Fiperacilin_ CLS1_Disk_100ug Bt

On this screen, you can select the drugs to use for the resistance profiles. Drugs in the
box “Profile antibiotics” will be used to define the resistance phenotype. Drugs
appearing under “Supplementary antibiotics” will appear in the line-listing, but are not
used to define the resistance phenotype.

Note: Any modifications that you make to the profile antibiotics while you are in the
Data analysis area of WHONET will be forgotten as soon as you leave WHONET.
Any edits that you do here are temporary. To save the changes permanently for
future use, you will need to use the WHONET configuration program. To do this, you
will need to go back to the main WHONET screen and select “Modify laboratory” and
“Antibiotics”. You will see a button called “Profiles”. After you change the profile
antibiotics, click on “Save” to save them into your laboratory configuration.



