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Part1. Running the conversion

You will now see how to convert your text file to a WHONET file with this new configuration.
You will also see how to check whether the configuration is working and define any of your
local data codes that WHONET doesn’t recognize.

Starting the conversion

Original data file: Click on the File format for “BacLink Tutorial Hospital” that you
configured in the previous step. In the upper box called “File name” click on
“Browse” to select the file “ExcelDemo.txt”.
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New data file
In the lower box, you need to indicate the name of the new WHONET file that you

are about to create. For this tutorial, give the file the name: “ExcelDemo.bth”. You
can give the new file any name that you like, but it will be convenient for your data
file management if all of your data files end with the three-letter code that you gave
to your laboratory, in this tutorial “bth”.

If you did these steps properly, your screen should look like the following.
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Chaoose the name and farmat of the original data fils.
Enter a name and farmat for the new data file. Click on 'Begin conversion’.
IF the format of pour data file does not appear on the lizt, choose "Mew farmat’,
Onginal data file
File: Farmiat Baclink Tutoral Hospital Nesw format ‘
bth.cfg Edit farmat ‘
Dielete format ‘
File name | 2 whonetBh D atatE seelDemn. bt Browse ‘
Mew data file
File: narne: | z:\awhonetShdatahE xeelD emo.bth Browse ‘
File format |WHONET 5 [dB&SE) -
Select language ‘ Begin converzion | E =it

Inspecting the conversion

Click on “Begin conversion”. BacLink will display for you results from the conversion of the
first three isolates in the original data file. The purpose is to allow you to visually inspect
the accuracy of the conversion. On the below screen, you see results from the first isolate.
First focus on the middle column to see whether BacLink is reading the data values
correctly, and check the final column to see whether BacLink is converting the data values
correctly.

“* BacLink 2

Isolates
Field name ExcelDemo.txt EucelDemo.bth Bl
| 3 |dentification number
Last hame
First name
Full narne
Sex
D ate of birth 341041957 03-0ct-1957
Age 43
Lacation Ortha artha
Department
Specimen number 45336 45336 =
Specimen date 2241242005 22-Dec-2005
Specimen type Blood
Laocal specimen code Blood Blood
Organism K. preumo
| neAl arnanizm cnds K nneumn K nheumn j
Antibiotics

AMP_HD10 g

CIP_HD& 23

SHT_MD1_Z2 24

Hext Cancel




For this first isolate, there seems to be no problem with Identification number, Location,
Date of birth, and Specimen number. There also appears to be no problem with Specimen
date — you should always check the reformatting of the date to ensure that you have
selected the correct date format (D/M/Y, M/D/Y, MMDDYYYY, Y-M-D, etc.). You will also
notice that BacLink calculates the patient’s age using the date of birth and specimen date
fields.

For Organism, you will notice that there are two similar rows: “Organism” and “Local
organism code”. The first of these if intended for the WHONET organism code, while the
second is intended to save the original organism code from you data file without
modification. Since you have not yet defined the correspondence between your local code
and the WHONET code, the first of these two rows is blank. The situation with Specimen
type is similar. In the row “Specimen type”, BacLink leaves the WHONET field blank
because it does not know what the corresponding WHONET code is for “Blood”. In the row
“Local specimen code”, the original entry is copied over. Finally, in the lower box, you will
see that BacLink was able to transfer the antibiotic results correctly.

So from this first record, we can conclude that BacLink is reading the data file correctly, and
is saving most of the information into the new WHONET file accurately. However, BacLink
has difficulty with the organism and specimen type fields because the codes have not yet
been defined. If you think you may have made a mistake in your configuration, click
“Cancel” and return to “Edit format” to make the correction. Otherwise, click on “Next” to
proceed with the second isolate.

In the second isolate, you will notice a small problem that did not appear with the first
isolate. The location code “Medicine 1” has been abridged to “medici”. This is because the
default length of the location field is 6 characters. This will be easy to fix later by changing
the field length to a larger value.



 BacLink 2

|solates

Field hame EreelDerno. bt ExrcelDemo.bth Il
Identification number 4689314 4689314
Last name
First name
Full name
Sex
Date of birth 154341980 15-Mar-1980
Age 20
I edicinel medici
Department
Specimen number 32047 32047 ==
Specimen date 741420068 07-Jan-2008
Specimen type Urine
Local specimen code Utine Urine
Qrgarizm S. aureus
| Aral arnanizm cade S aureuz S Aarens j
Antibiotic:
AMP_MD10 22

CIP_ND& 10
ST_WD1_2 18

Mext | LCancel |

Click on “Next” to see the third isolate, and then “Next” again. BacLink will now proceed to
finish the conversion of the rest of the data file. BacLink will tell you how many isolates it
converted — 10 isolates in this tutorial. Click on “OK” to continue.

BacLink X

The conversion has been completed.  21:51:04
Time elapsed=0:2 (2}
MNumber of isolates = 10

Defining unrecognized codes

When the conversion is finished, BacLink may alert you that it encountered some codes
that it did not recognize. In this tutorial, you should see the below message. Click “Yes”.

Baclink

BacLink did not understand all of the codes in wour data File.

Do wou wank to review the new codes?

BacLink will show you a summary of all of the different codes that it did not recognize, as in
the below screen.



. Linrecognized codes

Baclink did not understand the following codes.
If you want to define the codes, chooze a data figld and click on 'Define codes’.
[ ata field Codes
[ 3 Location 5 Morth, Diabetes clinic, ER, HCS, ICU, Medicine], Medicine2, MICU....
Organizm C. albicans, CHS, E. coli, GC, K. preumo, Mo growth, P, aemginosa,...
Specimen type Bal, Biopsy, Blood, CSF, Sputum, Surgical wound, Urine, Urine-Foley
| CDefine codes | Wiew message file | LContinue |

In this tutorial, BacLink indicates that there are unrecognized locations, organisms, and
specimen types. We won'’t worry about the locations at this point until the problem with the
field lengths is fixed (from six characters to a larger value).

Click on the row “Organism”. Now click on “Define codes” to see the following screen with
a list of all of the unrecognized organism codes/text.

. Define codes

BacLink did not understand the following codes. ok

Click on a code and select 'Define code’

Organism
Define code ‘
K. preumo ‘
Mo growth
P. aeruginosa View code dictionany ‘
S, aureus
Wirdans strep
Save list ‘
Frint ‘




Click on the first organism “C. albicans” and “Define code”. BacLink will now suggest a
number of possible matches for this organism. If you see the correct match, click on the
organism and click “OK”.

. Define code E|

Local code |C. albicans

WHOMET code Candida albicans

Search C albicans

cal Candida albicans

If you do not see the organism listed, then use the search box to look for the correct
organism. For example, instead of “CNS” or “Coagulase-negative staphylococci”,
WHONET has an entry “Staphylococcus, coagulase-negative”. To search for an organism,
type one or more letters of the genus name and one or more letters of the species name,
for example type “Staph coag” to find possible matches for “CNS”. For “GC”, you should do
a search for something similar to “Neiss gon”.

After you match the first organism, continue to match all of the rest of the organisms. If you
cannot find an appropriate match, you can call the organism “Other” or you can leave it
undefined. Then click, “OK” to return to the list with the other undefined codes. You will
see that the organism row has disappeared because all of the organisms have been
defined.

Note: If you have a very long list of codes, there is no need to define all of them. Begin
with the most common or important ones. If you do not define a code, WHONET will
leave the corresponding WHONET field blank, but will still save the original organism
code in the column “Local organism code”.



. Linrecognized codes

BacLink did not understand the following codes.

If you want to define the codes, choose a data field and click on 'Define codes',

Data field Codes
Location B Morth, Diabetes clinic, ER, HCA, ICU, MedicineT , Medicine2, MICU ..
Specimen type Bal, Biopsy, Blood, CSF, Sputum, Surgical wound, Urine, Urine-Foley

Define codes ‘ Wiew message file LCaontinue

Click on the row for “Specimen type” and “Define codes”.

= Define codes rg|
BacLink did not understand the following codes.

Click on 3 code and zelect Defing code’.

Specimen type

Define code |

[ iopsy
Blood
CSF |

S putum
Surgical wound
Urire

Urine-Faley View code dictionary |

Save list |

Frint |

Define the specimen types one at a time, finding the closest match on the WHONET list.
When you finish matching the specimen types, click “OK” to return to the remaining list of
unrecognized codes.



=, Linrecognized codes

BacLink did not understand the following codes.

IF you want to define the codes, choose a data field and click on 'Define codes”,

5 Marth, Diabetes clinic, ER, HCE, ICU, Medicingl, Medicines, WICU....

[ 3 Location

| Define codes | View message fle | LContinue ‘

Since we will define the locations later, click “Continue”. BacLink then warns that you have
defined some additional codes that were not included during the conversion. Click “OK” to

return to the main BacLink screen.

Baclink

\ij) ‘ou have defined some new codes,

If you want ko include these codes in the new data file, you should corvvert the file again,

Running the conversion again...

Now that you have matched some of your codes with the appropriate WHONET codes, run
the conversion again. Click on “Begin conversion”. BacLink will give you a warning
(Warning #1) that the WHONET file that you want to create already exists, and asks
whether you want to replace it. Answer “Yes”, since the first time was just an initial test.

BacLink X

'E Warning #1
= c\whonetsidatalexceldemao. bth

The file already exists.
Are you sure that wou wankt ko replace the File?




BacLink will then ask again (Warning #2) just to make sure that you read the question.
Answer “Yes” again.

You will now see the first isolate again, but this time with the appropriate WHONET
organism and specimen type codes indicated. So this conversion is more complete than
during your first attempt.

% BacLink 2

|zolates

Field name Excellema. bt ExcelDemo.bth

| B | dentification number
Last name

First narme

Full name

Sex

Date of birth 3/10/1957 03-0ct-1957
Age 48

Location Ortha artha
Department
Specimen number 45896 45896 =

Specimen date

221272005

22-Dec-2005

Specimen type

Blood

bl

Local specimen code

Blood

Blood

Organizrn

K. pheuma

kph

Antibiotics

| aral Aarnanizm rode

K nneumn

K nneumn

AMP_WD10
CIP_ND&
SHT_ND1_2

B
23
24

| Hext i Cancel |

Click “Next isolate”, and you will see that the problem with the length of the location code
field still persists (“medici” instead of “medicine 17). Click “Next” and “Next” again to finish
the conversion. BacLink indicates that it converted ten isolates. Click “OK”, and answer
“Yes” to the question about the unrecognized codes. This time, you will see that the list of
unrecognized codes is much shorter than before. Only the locations remain to be defined.
Click on “Continue” to return to the main BacLink screen.

Editing the configuration

The conversion is working in most respects with the exception of the location codes which
are being shortened to six characters. This is easy to fix. Click on “Edit format” from the
main BacLink screen to return to the configuration part of BacLink. Click on “File format”
and “Data fields”. This will return you to the screen in which you defined the matches
between the fields in the Excel data file and in WHONET.



= Data fields (X]

Select a zample data file (1]8

D ata fields in the hew file Data fields in the original file

Identifization number = Medical record fumber S
Last name = <Monex

Firzst name = <Mone>

Full hame = <Manes:

Sex = <Mone: :

D ate of birth [D/M47] = Date of bith Select a sample data file ‘
Age = <Monex

Location = Location —

Departrnent = <Mone: -

Specimen number = 5 pecimen number

Specimen date [D/4] = Collection date

Specimen type = Specimen

Organizm = Organizm

Betalactamase = <Mone>

ESEL = <More>

Serotype = <Mone> e’

Artibiotics Add

| Modify the list of data fislds |

Click on “Modify the list of data fields”. You will see the following screen. From this screen,
you can configure the current fields, add additional ones to the list, and delete fields that
you do not need. Click on the option “Location”. On the right side of the screen, you will
see that this length of this field is set to 6 characters. Change this to 20.

= Data fields 3

“'our data fields appear below.
Make any necessary changes.

If you want to add or remove fields, zelect odify list'.

BacLink Tutoral Hozpital Location

Country -~ bodify list ‘ Description Location

Laboratony = N WARD

Origin i

|dentification number Print | Type Text

Last hame et li
Firzt narme A 20

Full name

Sex M

[habe of hirth A -

Aie Code Jist ‘ MNane
Inshitati Mave down |

S;;;tl;r;nt Code dictionary |

Location type
Age categony
Specimen nurmber
Specimet date
Specimen lype [v Dizplay in field list
Local specimen code

Specimen type [Mumeric)

Reazon

Drate of data entmw

QOrganizm Bt

[v Ewport to new file

Then click “OK”, “OK”, “OK”, “Save”, and “Exit”. This should return you to the main BacLink
screen.



Running the conversion again...

Click on “Begin conversion”. Answer “Yes” and “Yes” again to replace the current
WHONET file. BacLink will show you the first isolate, but this is unchanged from before.
Click on “Next’ to see the second isolate. You will now notice that the location “Medicine 1”
is being correctly being saved as “medicine 1”.

 BacLink 2 Al=3
lzolates
Field name Excellema.tat ErcelDenna. bth =
Identification number 4689314 4639314
Lazt name
Firzt name
Full name
Sex
Drate of Birth 15/341980 15-+ar-1580
Age 25
Laocation Medicinel medicinel
Department
Specimen number 32047 32047 ]
Specimen date 7412008 07-Jan-2008
Specimen type Urine ur
Local specimen code Urine rine
Organism 5. aureus zall
| nral nrnanizm rode S Aureus S aurens ‘j
Antibiotics
AMP_ND10 22
CIP_MDE 10

sxT ND1 2 18

Mext ‘ LCancel ‘

Then continue with the rest of the conversion until you see the list of unrecognized codes.
Click on “Location” and “Define codes”.

. Define codes El

BacLink did nat understand the following codes.

Click on a code and zelect Define code’.

Location

o o Define code |
Diabetes clinic

ER
HCS ; |
ICU

tedicinel
tedicine?
MICU
0B-Gyn
Ortha

Wiew code dictionan |

Save list I

FErint ‘




For the first item on the list, click on “Define code” to get the following screen.

& Define code PX|
Local code & North
WHOMET code 5 naith
Institution [t [bth  Baclimk Tutoral Hosp: v
LDepartment | | j
Location type | j
oK | LCancel |

You will notice that defining location codes is different from defining organism, specimen,
and antibiotic codes. For the latter three, WHONET has a standard list of codes used by all
laboratories with WHONET. For location codes, WHONET simply uses the same code that
your laboratory uses.

Defining your location codes serves a different purposes — it allows you to describe the
details about the location to BacLink, for example which department/specialty, whether the
location is in an inpatient or outpatient area, efc.

For the first location, “5 North”, choose a department of “med=Medicine” and a location type
of “inx = Inpatient (non-ICU)”. Then click “OK”.

=, Define code

Local code 5 Marth

WHONET code 2noth
Irstitution |bth [bth  Baclimk Tutoral Hosp: v|
Department |med |ued  Medicine |

Location type |1nx Inpatient (non-ICU) j

e =

Continue defining the other location codes in the manner using the following suggestions:

Location Institution Department Location type
Diabetes clinic bth med out

ER bth eme eme

HCS5 oth out out

ICU bth icu icu
Medicine 1 bth med inx
Medicine 2 bth med inx

NICU bth neo icu

OB-Gyn bth obg inx



Ortho bth sur in

In this example, HCS represents a “Health Center #5”, an outpatient clinic outside the
hospital.

Defining locations has two important benefits: 1. at the local level, hospital staff will be able
to analyze easily data at the level of the ward, department, or inpatient/outpatient status,
even if the original data file only had the ward information; and 2. at the national level,
defining the location codes permits standardization for purposes of national comparisons
and analyses.

After defining all of the location codes, return to the main BacLink screen.

Running the conversion again... for the last time!

Click on “Begin conversion”, and replace the previous WHONET file. Look at the
conversion for the first isolate. You will notice that for the location “Ortho”, BacLink is now
putting the department equal to “sur=Surgery” because of the location matchings you
defined in the previous step.

“* BacLink 2
lzolates
Field name Excellemno.txt Excellemo.bth il
Identification number 1658752 1658752
Last name
First name
Full name
Sex
[ ate of birth 3410415957 03-0ct-1957
Age 43
Lacation Ortha artho
Department 30
Specimen number 453836 453836 —d
Specimen date 22412/2005 22-Dec-2005
Specimen type Blood bl
Local specimen code Blood Blood
Organizrm K. pheumo kpr
| nral arnanizm rnde K rneumn K rneumn j
Antibiotics
AwdP_MD10 E
CIF_MD& 23

SkT ND1 2 24

Mext | LCancel |

Then click “Next” and finish the rest of the conversion. When the conversion is finished,
BacLink will return you immediately to the main BacLink screen because all of the
undefined codes have now been defined.



Congratulations! You have successfully finished a BacLink configuration, defined all of the
codes needed by WHONET, and converted a sample data file (ExcelDemo.xls) to
WHONET format (ExcelDemo.bth). You can then proceed to WHONET to analyze this file.
Click on “Exit” to leave BacLink.

The configuration that you made will be useful for any file that has this same structure. For
example, if use your January data file to define your BacLink configuration and codes
matches, you can use the same configuration to convert your February, March, efc. data. If
BacLink encounters some new codes in the following months, you can define them as they
arise over time.

Part 2. Getting started with WHONET

Now that you have created a valid WHONET file using BacLink, you can proceed to
WHONET. Double-click on your WHONET icon to begin WHONET.

WHONET 5.4

Laboratory code Laboratory rame

WwHO Test Hospital
“WHO Tutorial Hozpital

Open laboratory
Moty laboratary

Copy labratary

Diclet= laboratory

You will notice that the “BacLink Tutorial Hospital” that we are using in this tutorial does not
yet appear on the WHONET list of laboratories. Before you can begin analyzing the
sample data file, you will need to create a laboratory configuration



Creating a laboratory configuration

To create a WHONET laboratory configuration, one option would be to use the “New
laboratory” option on this screen. You would need to enter the laboratory name and code,
the list of antibiotics, locations, efc. But fortunately, there is a faster way.

Click on “Cancel’ to go to the main WHONET menu. Click on “File”. You will notice an
option called “Create a laboratory from a data file”. Click on this option.

WHONET 5.4

Enter the country “World Health Organization”, laboratory = “BacLink Tutorial Hospital”, and
laboratory code = “BTH”. Click “OK”.

Create a laboratory from a data file

Enter the name, code, and country of the new laboratory.

Country IW’DIIEI Health Organization ;I WwHO
Labaratory name IEacLink Tutorial Hozpital
Labaratary code IETH Canfiguration file: labwho. btk

bl awirnuim 3 letters

On the next screen, WHONET will ask you to select an example of a data file from this
laboratory. Choose the file “ExcelDemo.bth” that you created with this BacLink tutorial, and
click “Open”.
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Look in: |lﬂ Data j . =k BB
=Y st o

My Recent
Documents

=
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=
o
b=l
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=
~ o
‘. \ DL
J. o -
= -
El -
o
=
=

My Computer

tu Metwork File name: ExcelDema. bth - Open
Flaces | _] \—]
Files of type: |BTH files [~ BTH) =l Eancel

WHONET will now examine the file “ExcelDemo.bth” — what antibiotics are present, what
data fields, locations, etc. With this information WHONET can create a matching laboratory
configuration. When WHONET finishes, the program will ask if you want to review the new
configuration. Answer “Yes”.

WHONET 5.4 X

The laboratory information has been saved in the file: LABWHO.BTH
Review the labaratory configuration ko ensure that the antibiotic and location information is correct,

Do wou wank ko review the laboratory configuration nowy?

WHONET will then show you the laboratory configuration that it prepared.



“* Laboratory configuration

Country whorld Health Organization
Laboaratary name |BacLink Tutarial Hospital
Labaratary code ETH Configuration file: lateeho.bth

M axirmum 3 letters
f* Human
" Human, &nimal, Food, Environment

Antibiotics | Required: Enter the antibiotics tested in your laboratory.
Locations | Optional: Enter your patient locations, departments, ahd institutions.
Data fields | Optiohal: Select the fields to include in your data files.
Alerts | Optional Define alert rles
Save | Cancel |

If you click on “Antibiotics”, you will see that WHONET has the three antibiotics present in
the original Excel file. You can also check the antibiotic breakpoints, and configure the
panels and profiles if you wish.

“* Antibiotic Configuration

1. Choose the antibiotics which vou test in your laboratory.
Indicate the guidelines, the test method, and the antibiotic name.

2. Piint and review the antibiotic breakpoints.

3. Define antibiotic panels [for data entry] and antibiotic profiles [for data analysiz).

WHOMET antibiotic: list Local antibiatic list
Guidelines CLSI 2006 [Urited State Move up Mave dawn

Testmethod & Disk ¢ MIC " Etest

Code Antibiotic name

ytogine [CLS1LMED-10ug) = |

B-Fluorocytozine [CLSLMEQ-Tug) - SHT_WD1.2 Trimethoprim/Sulfamethoxazole
Acetylmidecamycin

Acetylzpiramycin

Armikacin [CLSLSFM.DIN SRGA,BSAC-30ug)

Amikacin [MNED-40ug)

Amaxicillin [CLS1L5FM-25ug]

Amaicillin [DIM-10ug] i
Amaicillin [MED-30ug)

Amawicillin/Clavulanic acid [25/2ug)

Amaicillin/Clavulanic acid [BSAC-2/1ug)
Amoxicillin/Clavulanic acid [CLSLSFM.DIN BS
Amoxicillin/Clavulanic acid [NED-30M15ug) %

Mumber of antibiotics = 3
Search | Ampicillin,_ CLSI_Disk_10ug

Breakpoints | Panels | Profiles | FErint | QK |

If you click on “Locations”, you will see the list of locations from the original file.



' Locations

oo Edit
Location name Code | Institution Departme Type Institutions g
nt bt bth
I % rorth = = = ath ath
diabetes clinic abetes clin - - -
ar er - - -
hch hch - - -
icu icu - - -
medicinel medicine] = = = Edit
medicing2 medicine2 - - - Memeriwe.
nicu nicu - - - S0z Y : 2
R e = = = =10} Interjs!ve care unit
on-gy 2 med Medicine
ortho itho = = = nea MNeonatology
* = = = obg Obstetrics/Gynecalogy
out QOutpatient
Location type
out QOutpatient -
in |npatient
inx Inpatient [non-ICL)
icu Intensive care unit
itk Intermediate care unit
Delete Eme Emergency
Frint | oK | Cancel |

If you click on “Data fields”, you will see that the location field has a length of 20 characters,

rather than the usual default of 6 characters.

7 Data fields

our data fields appear below. 0K
Make any necessary changes.
If you want to add or remove fields, select Modify list’

B acLink Tutorial Hospital Location

Country s Modify st Description Location

Labaratan = Mame WARD

Origin -

|dentification number Prink Type Text

Last name LB

First name 2 2

Sex

Cate of birth M

Age ove up .

Code list | Naone

| stitution Move down

Department =

Location type

Age category [rata entry

Specimen number : -

Specimen s Section Lacation j
Specimen type W Human

Local specimen code i Coitiee

Specimen tppe (Mumeric)

Reason v Food

Date o_f data entry

Organism bt v |solate listing
MNumnber of fields = 23

After you explore these screens, click on “Save” to leave the configuration program.

Note: After creating the configuration utilizing the shortcut described here, you can make
any further edits, such as any modifications to the antibiotic breakpoints and profiles,
with Modify laboratory in the same way as any WHONET laboratory configuration.



Inspecting the data file

As a final step, click on “Data entry”, “Open data file”, and choose the file “ExcelDemo.bth”.
You will now be in the Data entry program. Click on “View database” to see the following
screen.

' Data entry: C:\whonet5\Data\ExcelDemo. bth

Editisolate Edit tabls Delete Find Prirt Continue
Identification number |Specimen number  |County  |Laboratoy|Origin | Last name: First name Sex Date of Location Institution Efp'

[ 8752 7 48 ortho U
9314 32047 wHO _ |BTH 3/15/1980( 25 medicinet bth med
T5R4301 14558 wWHO _ |BTH 2/2/1340/65 medicineZ bth med
4855321 76481 wHO _ [BTH 11072006 diabetes clinic bith med

5481023 16584 wWHO __ BTH E/20/1924[81 icu bith icu
4336814 £8453 wHO _ |BTH 2/6/1992[13 obayn bith aba
9206748 28791 wHO _ |BTH 7/26/2004) 8 noith bth med
3017845 30247 wWHO _ |BTH 1173072001 |4 hch ath aut
4869704 45075 wHO _ [BTH 9/11/1952(53 er bth |eme
5904720 98692 wWHO _ BTH 12/18/198619 [= bith [nea
I | Iz

WHONET is now showing you the complete contents of the data file created by BacLink.
Inspect this file to see if there are any possible errors — in the dates, codes, antibiotic
results, etc. This will also help to familiarize you with the structure and contents of a
WHONET data file.

When you finish, click on “Continue” and “Exit” to return to the main WHONET screen.
Then “File”, “Exit” to leave WHONET completely.

The next time that you enter WHONET, you will see your new laboratory configuration for
the “BacLink Tutorial Hospital” on the list. You can then select this laboratory for laboratory
configuration, data entry, or data analysis.



WHONET 5.4 BacLink Tutorial Hospital

File Dataentry Dataanalysis Help

Laboratory:

Country code Laboratory code Laboratary name: N helen

EBaclink Tutorial Hospital
WHO Test Hospital
WHO Tutarial Hospital

Open laboratory

Maodify laboratony

Copy laboratory

Delete laboratory

Select language

Select fonts

Cancel

Part 3. What the next steps?

You have learned how to convert data from common desktop softwares, such as Excel,
and text files exported from laboratory information systems. The steps were: 1.
configuration — which only needs to be accomplished once; and 2. running the conversion —
which you can repeat as you continue to collect additional data.

You then set up a new WHONET configuration for this laboratory. With this configuration,
you can now analyze your data with WHONET. If needed, you could also use WHONET
for manual data entry of supplemental information that you did not have in your original
data file.

For guidance on how to use WHONET for data entry and data analysis, continue with the
appropriate tutorials.



